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7 <110> APPLICANT: PILETZ, John E. 

8 IVANOV, Tina R. 

10 <120> TITLE OF INVENTION: DNA MOLECULES ENCODING IMIDALINE RECEPTIVE POLYPEPTIDES 

11 AND POLYPEPTIDES ENCODED THEREBY 

14 <130> FILE REFERENCE: Corrected Sequence Listing 

17 <14 0> CURRENT APPLICATION NUMBER: 09/414,64 3 

18 <141> CURRENT FILING DATE: 1999-10-08 

21 <150> PRIOR APPLICATION NUMBER: 08/922,635 

22 <151> PRIOR FILING DATE: 1997-09-03 

25 <150> PRIOR APPLICATION NUMBER: 60/012^600 

26 <151> PRIOR FILING DATE: 1996-03-01 
29 <160> NUMBER OF SEQ ID NOS : 22 
31 <170> SOFTWARE: Patentin Ver . 2.0 

34 <210> SEQ ID NO: 1 

35 <211> LENGTH: 3385 

36 <212> TYPE: DNA 

37 <213> ORGANISM: Homo sapiens 

38 <220> FEATURE: 



ENTERED 



3 9 <221> NAME/KEY 
40 <222> LOCATION 

4 3 <400> SEQUENCE 



CDS 

(1398) . . (3383) 
1 



46 gctctagaac tagtggatcc cccgggctgc aggaattcca gtttaatact aaccctaatg 60 

48 tgtgactgcg gtttacaaag agctctgtat cacctgggat agctttcagt agcaattcac 120 

50 tacaactggt cctaaaaaat aataacaata ataataataa ttagagaatt aaaacccaac 180 

52 agcatgttga atggttaaaa tcacgtaaga actgaaattt ggggtggggg tgtcctcaac 240 

54 agctgagctt gtcctagcag tgaaaatgct cgcctccaag cagggctcag aaaggtctgg 300 

56 agccctccag gcagagggct gagctcaggg ggctcttgga ggacactcac cccatggtcc 360 

58 atgggatgct tctggcttcc ttaaaaacag ttgggcatcc gcattgtata agtaggtgga 420 

60 gaccctagtg tggttctttt gaaggatatg ggaagggagg atgacgaact agagaagtgg 4 80 

62 gaggggacca aaatcactga ggtcccagaa tatcatagat ttgggtatag gattggggtc 540 

64 actaagaatt gagcaccagg aattccagct tcttcccatt aaagaaactg ggactggttt 600 

66 tgccttggag gcctatgtag tgttttctgc ccctgtccca taccaagtct cattgatatt 660 

68 tctgcagaat atcagatgaa aatctatttc taaagaccat tgggagaatg ggtggtggag 720 

70 aaggagttgg agtggggttg gggggcagtt aaaaatgaat aaaaatctct cagctacaga 780 

72 acccaaacat cacttccctc cgcattcaca gcatttccca gcagtcccca gatggttgtt 84 0 

74 tccgtgggga cacagcagct gcctcatttc ccttcaggcc ccatgggctg ctggtcaacc 900 

76 tcaggatcta ctaaagatga cgcaaatgcc gactgaacaa tctgaaaccc aaaggactcg 960 

78 aggagagaca tgttctgctg aggagagaaa ggtgagccaa gggcagggcc caggtccccc 1020 

80 agggggcccc cgagagcccg gacatgcacc ttctggatgt gtttgttcaa gtaggactta 1080 

82 gagcggaaga agctcccaca ttcagggcat gggtacttct tctccccatc agactccatt 1140 

84 ttgtttttgg ggactgccat gtcgcaggag aaagagccat tggcactctg cttctctggc 1200 

86 gtcttcaggt cgctggcatc tgagaggtca ccataggagt cagagctctc aatcggatcc 1260 

88 tgatgtgagc atttctggcc ttctcggtta cagatactgc agaagttgct gggcccctcg 1320 

90 ctgtgcttct tcaggtggtc tgccatgtat gctgcccgca agtacttccc acacacctgg 1380 

92 cagggcacct tgtcttc atg aca ggc cag gtg gga gcg cag acg gtc teg 1430 

93 Met Thr Gly Gin Val Gly Ala Gin Thr Val Ser 

94 1 5 10 
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96 ggt ggc aaa aga age att gca ggt ctg aca ctt gtg agg ccg etc aga 1478 

97 Gly Gly Lys Arg Ser lie Ala Gly Leu Thr Leu Val Arg Pro Leu Arg 



98 








15 










20 










25 








100 


agt 


gtg 


eac 


ctg 


ctt 


gat 


atg 


tec 


gtt 


caa 


gtg 


ate 


agg 


ect 


gga 


gaa 


1526 


101 


Ser 


Val 


His 


Leu 


Leu 


Asp 


Met 


Ser 


Val 


Gin 


Val 


He 


Arg 


Pro 


Giy 


Glu 




102 






30 










35 










40 










104 


gee 


ttt 


cec 


aca 


get 


ctg 


gca 


gat 


gta 


agg 


egg 


a at 


tee 


cea 


gag 


aag 


1574 


105 


Ala 


Phe 


Pro 


Thr 


Ala 


Leu 


Ala 


Asp 


Val 


Arg 


Arg 


Asn 


Ser 


Pro 


Glu 


Lys 




106 




45 










50 










55 












108 


aag 


ggt 


ggt 


gaa 


gae 


tee 


egg 


etc 


tea 


get 


gee 


cec 


tgc 


ate 


aga 


cec 


1622 


109 


Lys 


Gly 


Gly 


Glu 


Asp 


Ser 


Arg 


Leu 


Ser 


Ala 


Ala 


Pro 


Cys 


He 


Arg 


Pro 




110 


60 










65 










70 










75 




112 


age 


age 


tec 


ect 


cec 


act 


gtg 


get 


cec 


gca 


tct 


gcc 


tee 


ctg 


cec 


eag 


1670 


113 


Ser 


Ser 


Ser 


Pro 


Pro 


Thr 


Val 


Ala 


Pro 


Ala 


Ser 


Ala 


Ser 


Leu 


Pro 


Gin 




114 










80 










85 










90 






116 


cce 


ate 


etc 


tct 


aac 


caa 


gga 


ate 


atg 


tte 


gtt 


caq 


Qaa 


Qaci 
^ " y 


gee 


etcr 


1718 


117 


Pro 


He 


Leu 


Ser 


Asn 


Gin 


Giy 


He 


Met 


Phe 


Val 


Gin 


Glu 


Glu 


Ala 


Leu 




118 








95 










100 










105 








120 


gcc 


age 


age 


etc 


teg 


tec 


act 


gap 


agt 


ctg 


act 


cec 




eac 


caa 


cce 


1766 


121 


Ala 


Ser 


Ser 


Leu 


Ser 


Ser 


Thr 


Asp 


Ser 


Leu 


Thr 


Pro 


Glu 


His 


Gin 


Pro 




122 






110 










115 










120 










124 


att 


gcc 


eag 


99^ 


tgt 


tct 


gat 


tec 


ttg 


gag 


tee 


ate 


ect 


gcg 


gga 


caa 


1814 


125 


He 


Ala 


Gin 


Gly 


Cys 


Ser 


Asp 


Ser 


Leu 


Glu 


Ser 


He 


Pro 


Ala 


Giy 


Gin 




126 




125 










130 










135 












128 


gca 


get 


tec 


gat 


gat 


tta 


^99 


gac 


gtg 


eca 


gga 


get 


gtt 


ggt 


ggt 


gca 


1862 


129 


Ala 


Ala 


Ser 


Asp 


Asp 


Leu 


Arg 


Asp 


Val 


Pro 


Giy 


Ala 


Val 


Giy 


Giy 


Ala 




130 


140 










145 










150 










155 




132 


age 


eca 


gaa 


eat 


gee 


gag 


ccg 


9^9 


gtc 


cag 


gtg 


gtg 


ccg 


ggg 


tct 


ggc 


1910 


133 


Ser 


Pro 


Glu 


His 


Ala 


Glu 


Pro 


Glu 


Val 


Gin 


Val 


Val 


Pro 


Giy 


Ser 


Giy 




134 










160 










165 










170 






136 


cag 


ate 


ate 


tte 


ctg 


cec 


tte 


ace 


tgc 


att 


ggc 


tac 


aeg 


gcc 


ace 


aat 


1958 


137 


Gin 


He 


He 


Phe 


Leu 


Pro 


Phe 


Thr 


Cys 


He 


Giy 


Tyr 


Thr 


Ala 


Thr 


Asn 




138 








175 










180 










185 








140 


cag 


gae 


tte 


ate 


cag 


egc 


ctg 


age 


aca 


ctg 


ate 


egg 


eag 


gee 


ate 


gag 


2006 


141 


Gin 


Asp 


Phe 


lie 


Gin 


Arg 


Leu 


Ser 


Thr 


Leu 


He 


Arg 


Gin 


Ala 


He 


Glu 




142 






190 










195 










200 










144 


egg 


cag 


ctg 


ect 


gee 


tgg 


ate 


gag 


get 


gee 


aac 


eag 


egg 


gag 


gag 


ggc 


2054 


145 


Arg 


Gin 


Leu 


Pro 


Ala 


Trp 


He 


Glu 


Ala 


Ala 


Asn 


Gin 


Arg 


Glu 


Glu 


Giy 




146 




205 










210 










215 












148 


cag 


ggt 


gaa 


cag 


ggc 


gag 


gag 


gag 


gat 


gag 


gag 


gag 


gaa 


gaa 


gag 


gag 


2102 


149 


Gin 


Gly 


Glu 


Gin 


Gly 


Glu 


Glu 


Glu 


Asp 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 




150 


220 










225 










230 










235 




152 


gac 


gtg 


get 


gag 


aac 


egc 


tac 


ttt 


gaa 


atg 


ggg 


cec 


eca 


gac 


gtg 


gag 


2150 


153 


Asp 


Val 


Ala 


Glu 


Asn 


Arg 


Tyr 


Phe 


Glu 


Met 


Giy 


Pro 


Pro 


Asp 


Val 


Glu 




154 










240 










245 










250 






156 


gag 


gag 


gag 


gga 


gga 


ggc 


eag 


999 


gag 


gaa 


gag 


gag 


gag 


gaa 


gag 


gag 


2198 


157 


Glu 


Glu 


Glu 


Gly 


Giy 


Giy 


Gin 


Gly 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 




158 








255 










260 










265 








160 


gat 


gaa 


gag 


gee 


gag 


gag 


gag 


egc 


ctg 


get 


ctg 


gaa 


tgg 


gcc 


ctg 


ggc 


2246 
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161 


Asp 


Glu 


Glu 


Ala 


Glu 


Glu 


Glu 


Arg 


Leu 


Ala 


Leu 


Glu 


Tro 


Ala 


Le u 


Gly 




162 






270 










275 










280 








164 


gcg 


gac 


gag 


gac 


ttc 


ctg 


ctg 


gag 


cac 


ate 


cgc 


ate 


etc 


aag 


at Q 




2294 


165 


Ala 


Asp 


Glu 


Asp 


Phe 


Leu 


Leu 


Glu 


His 


lie 


Arg 


He 


Leu 


Ly s 


Val 


Leu 




166 




285 










290 










295 












168 


tgg 


tgc 


ttc 


ctg 


ate 


cat 


gtg 


cag 


ggc 


aqt 


ate 


cgc 


c^g ■ 


ttc 


gcc 


gcc 


234 2 


169 


Trp 


Cys 


Phe 


Leu 


He 


His 


Vai 


Gin 


Gly 


Ser 


He 


Arg 


Gin 


Phe 


Ala 


Ala 




170 


300 










305 










310 










315 




172 


tgc 


ctt 


gtg 


etc 


acc 


gac 


ttc 


ggc 


ate 


gca 


gtc 


ttc 


aaa 

y M. y 


ate 


ccg 


cac 


2 3 90 


173 


Cvs 


Leu 


Val 


Leu 


Thr 


Asp 


Phe 


Gly 


lie 


Ala 


Val 


Phe 


Glu 


He 


Pro 


His 




174 










320 










325 










330 






176 


cag 


gag 


tct 


egg 


ggc 


age 


age 


cag 


cac 


ate 


etc 


tec 


tec 


ctg 


cgc 


ttt 


24 3 8 


177 


Gin 


Glu 


Ser 


Arg 


Gly 


Ser 


Ser 


Gin 


His 


He 


Leu 


Ser 


Ser 




Arg 


Phe 




178 








335 










340 










345 








182 


gtc 


ttt 


tgc 


ttc 


ccg 


cat 


ggc 


gac 


etc 


acc 




ttt 


QQC 


ttc 


etc 


atg 


24 86 


183 


Val 


Phe 


Cys 


Phe 


Pro 


His 


Gly 


Asp 


Leu 


Thr 


Glu 


Phe 


Glv 


Phe 


Leu 


Met 




184 






350 










355 










3 60 










186 


ccg 


gag 


ctg 


tgt 


ctg 


gtg 


etc 


aag 


gta 


^ZJ z) 


cac 


agt 


QaQ 
y ^ y 


aac 


acg 


etc 


2534 


187 


Pro 


Glu 


Leu 


Cys 


Leu 


■ Vai 


Leu 


Lys 


Val 


Arg 


His 


Ser 


Glu 


Asn 


Thr 


Leu 




188 




365 










370 










3 7 5 












190 


ttc 


att 


ate 


teg 


gac 


gcc 


gcc 


aac 


ctg 


cac 


Qaa 


ttc 


cac 


QCQ 


gac 


■ CtQ 


2582 


191 


Phe 


lie 


lie 


Ser 


Asp 


Ala 


Ala 


Asn 


Leu 


His 


Glu 


Phe 


His 


Ala 


Asp 






192 


380 










385 










390 










3 9 5 




194 


cgc 


tea 


tgc 


ttt 


gca 


ccc 


cag 


cac 


atg 


gcc 


atg 


eta 


tqt 


age 


ccc 


ate 


2630 


195 


Arg 


Ser 


Cys 


Phe 


Ala 


Pro 


Gin 


His 


Met 


Ala 


Met 


Leu 


Cys 


Ser 


Pro 


He 




196 










400 










405 










410 






198 


etc 


tac 


ggc 


age 


cac 


acc 


age 


ctg 


cag 


Qaa 


ttc 


ctg 


cgc 


cag 


ctg 


etc 


2678 


199 


Leu 


Tyr 


Gly 


Ser 


His 


Thr 


Ser 


Leu 


Gin 


Glu 


Phe 


Leu 


Arg 


Gin 


Leu 


Leu 




200 








415 










420 










4 25 








202 


acc 


ttc 


tac 


aag 


gtg 


get 


ggc 


ggc 


tgc 


cag 


Qaa 


cgc 


age 


cag 


aac 


tac 


2726 


203 


Thr 


Phe 


Tyr 
J. J. 


Lys 


Vai 


Ala 


Glv 


Gly 


Cys 


Gin 


Glu 


Arg 


Ser 


Gin 


Gly 






204 






430 










435 










44 0 










206 


ttc 


ccc 


gtc 


tac 


ctg 


gtc 


tac 


agt 


gac 


aag 


cgc 


atg 


ata 


cag 


acg 


gcc 


2774 


207 


Phe 


Pro 


Val 


Tyr 


Leu 


Val 


Tyr 


Ser 


ASD 


Lys 


Arg 


Met 


Vai 


Gin 


Thr 


Al'a-'^ ' 




208 




445 










450 










455 












210 


gcc 


ggg 


gac 


tac 


tea 


ggc 


aac 


ate 


r3 " r> 


tCTQ 

y ^ 


gcc 


age 


tgc 


aca 


etc 


tat 


2822 


211 


Ala 


Gly 


Asp 


Tyr 


Ser 


Gly 


Asn 


He 


Glu 


Trp 


Ala 


Ser 


Cys 


Thr 


Leu 


Cys 




212 


460 










465 










470 










475 




214 


tea 


gcc 


gtg 


egg 


cgc 


tec 


tgc 


tgc 


gcg 


ccc 


tct 


gag 


gcc 


gtc 


aag 


tec 


2870 


215 


Ser 


Ala 


Val 


Arg 


Arg 


Ser 


Cys 


Cys 


Ala 


Pro 


Ser 


Glu 


Ala 


Val 


Lys 


Ser 




216 










480 










485 










490 






218 


gcc 


gcc 


ate 


ccc 


tac 


tgg 


ctg 


ttg 


etc 


acg 


ccc 


cag 


eac 


etc 


aac 


gtc 


2918 


219 


Ala 


Ala 


He 


Pro 


Tyr 


Trp 


Leu 


Leu 


Leu 


Thr 


Pro 


Gin 


His 


Leu 


Asn 


Vai 




220 








495 










500 










505 








222 


ate 


aag 


gcc 


gac 


ttc 


aac 


ccc 


atg 


ccc 


aac 


cgt 


ggc 


acc 


cac 


aac 


tgt 


2966 


223 


lie 


Lys 


Ala 


Asp 


Phe 


Asn 


Pro 


Met 


Pro 


Asn 


Arg 


Gly 


Thr 


His 


Asn 


Cys 




224 






510 










515 










520 










226 


cgc 


aac 


cgc 


aac 


age 


tte 


aag 


etc 


age 


cgt 


gtg 


ccg 


etc 


tec 


acc 


gtg 


3014 


227 


Arg 


Asn 


Arg 


Asn 


Ser 


Phe 


Lys 


Leu 


Ser 


Arg 


Val 


Pro 


Leu 


Ser 


Thr 


Vai 
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228 




525 










530 










535 












230 


ctg 


ctg 


gac 


cce 


aca 


cgc 


aac 


tgt 


acc 


cag 


ect 




aac 
y ^ 


gcc 


ttt 




3062 


231 


Leu 


Leu 


Asp 


Pro 


Thr 


Arg 


Ser 


Cys 


Thr 


Gin 


Pro 


Arg 


Gly 


Ala 


Phe 


Ala 




232 


540 










545 










550 










555 




234 


gat 


ggc 


cac 


gtg 


eta 


gag 


ctg 


etc 


gtg 


ggg 


tac 


cge 


ttt 


gtc 


act 


gcc 


3110 


235 


Asp 


Gly 


His 


Val 


Leu 


Glu 


Leu 


Leu 


Val 


Gly 


Tvr 


Arg 


Phe 


Val 


Thr ' 


Ala 




236 










560 










565 










570 






238 


ate 


ttc 


gtg 


ctg 


ccc 


cac 


gag 


aag 


ttc 


cac 


ttc 


ctq 


cgc 


ate 


tac 


aac 


3158 


239 


He 


Phe 


Val 


Leu 


Pro 


His 


Glu 


Lys 


Phe 


His 


Phe 


Leu 


Ar g 


Val 




Asn 




240 








575 










580 










585 






244 


cag 


ctg 


CQQ 


gee 


tea 


ctg 


eag 


gac 


ctg 


aag 


act 


ata 


gtc 


ate 




aag 


o Zi vj o 


245 


Gin 


Leu 


Arg 


Ala 


Ser 


Leu 


Gin 


Asp 


Leu 


Lys 


Thr 


Val 


Val 


He 


Ala 


Ly s 




246 






590 










595 










600 








248 


acc 


ccc 


ggg 


aeg 


gga 


ggc 


age 


ccc 


cag 


ggc 


tec 


ttt 


gcg 


gat 


ggc 


cag 


3254 


249 


Thr 


Pro 


Gly 


Thr 


Gly 


Gly 


Ser 


Pro 


Gin 


Gly 


Ser 


Phe 


Ala 


Asp 


Gly 


Gin 




250 




605 










610 










615 








252 


cct 


gee 


gag 


cgc 


agg 


gee 


age 


aat 


gac 


cag 


cgt 


ccc 


cag 


gag 


gtc 


cea 


3302 


253 


Pro 


Ala 


Glu 


Arg 


Arg 


Ala 


Ser 


Asn 


Asp 


Gin 


Arg 


Pro 


Gin 


Glu 


Val 


Pro 




254 


620 










625 










630 










635 




256 


gca 


gag 


get 


ctg 


gee 


ccg 


gcc 


cea 


gtg 


gaa 


gtc 


oca 


get 


cea 


gee 


ccg 


3350 


257 


Ala 


Glu 


Ala 


Leu 


Ala 


Pro 


Ala 


Pro 


Val 


Glu 


Val 


Pro 


Ala 


Pro 


Ala 


Pro 




258 










640 










645 










650 






260 


gaa 


ttc 


gat 


ate 


aag 


ctt 


ate 


gat 


acc 


gtc 


gac 


ct 










3385 


261 


Glu 


Phe 


Asp 


He 


Lys 


Leu 


He 


Asp 


Thr 


Val 


Asp 















262 655 660 

267 <210> SEQ ID NO: 2 

268 <211> LENGTH: 1954 

269 <212> TYPE: DNA 

270 <213> ORGANISM: Homo sapiens 
273 <400> SEQUENCE: 2 
275 atgacaggce aggtgggagc gcagaeggtc 
277 acacttgtga ggeegctcag aagtgtgeae 
27 9 cetggagaag cctttceeae agetctggca 
281 ggtggtgaag acteccggct etcagetgcc 
283 aetgtggetc ccgeatetgc ctecctgcee 
285 ttcgttcagg aggaggccet ggccagcagc 
287 eaccagceca ttgeceaggg atgttetgat 
289 gettcegatg atttaaggga egtgceagga 
291 gagccggagg tccaggtggt gccggggtct 
293 attggctaea cggeeaecaa tcaggactte 
295 gceategagc ggeagctgec tgcetggatc 
297 ggtgaacagg gcgaggagga ggatgaggag 
299 cgctaetttg aaatggggcc cecagacgtg 
301 gaagaggagg aggaagagga ggatgaagag 
303 gcectgggcg eggacgagga ettcetgctg 
306 tgctteetga tecatgtgca gggcagtatc 
308 gaettcggea tegcagtett egagateecg 
310 atcetetect ccctgcgctt tgtettttgc 
312 ttectcatgc eggagetgtg tctggtgctc 



tcgggtggca aaagaagcat tgcaggtctg 60 
ctgettgata tgtccgttea agtgateagg 120 
gatgtaaggc ggaattcccc agagaagaag 180 
ccctgeatca gacccageag ctcccctecc 240 
eagcccatce tetctaacea aggaatcatg 300 
ctetegtcca ctgacagtct gactceegag 360 
tccttggagt ceatccetge gggacaggca 420 
gctgttggtg gtgcaagecc agaacatgcc 480 
ggecagatca tettcetgcc cttcacctge 540 
atecagcgcc tgagcacact gatccggeag 600 
gaggctgcca accagcggga ggagggceag 660 
gaggaagaag aggaggacgt ggctgagaae 720 
gaggaggagg agggaggagg ccagggggag 780 
gccgaggagg agcgectggc tctggaatgg 840 
gagcacatcc gcatccteaa ggtgctgtgg 900 
cgeeagttcg eegcctgcct tgtgctcaee 960 
caccaggagt ctcggggeag cagceagcac 1020 
ttcecgeatg gcgacctcac egagtttgge 1080 
aaggtacggc acagtgagaa cacgetcttc 1140 
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314 attatctcgg acgccgccaa cctgcacgag ttccacgcgg acctgcgctc atgctttgca 1200 
316 ccccagcaca tggccatgct gtgtagcccc atcctctacg gcagccacac cagcctgcag 1260 
318 gagttcctgc gccagctgct caccttctac aaggtggctg gcggctgcca ggagcgcagc 1320 
320 cagggctgct tccccgtcta cctggtctac agtgacaagc gcatggtgca gacggccgcc 1380 
322 ggggactact caggcaacat cgagtgggcc agctgcacac tctgttcagc cgtgcggcgc 1440 
324 tcctgctgcg cgccctctga ggccgtcaag tccgccgcca tcccctactg gctgttgctc 1500 
326 acgccccagc acctcaacgt catcaaggcc gacttcaacc ccatgcccaa ccgtggcacc 1560 
328 cacaactgtc gcaaccgcaa cagcttcaag ctcagccgtg tgccgctctc caccgtgctg 1620 
330 ctggacccca cacgcagctg tacccagcct cggggcgcct ttgctgatgg ccacgtgcta 1680 
332 gagctgctcg tggggtaccg ctttgtcact gccatcttcg tgctgcccca cgagaagttc 1740 
334 cacttcctgc gcgtctacaa ccagctgcgg gcctcgctgc aggacctgaa gactgtggtc 1800 
336 atcgccaaga cccccgggac gggaggcagc ccccagggct cctttgcgga tggccagcct 1860 
338 gccgagcgca gggccagcaa tgaccagcgt ccccaggagg tcccagcaga ggctctggcc 1920 
340 ccggccccag tggaagtccc agctccagcc ccgg 1954 

344 <210> SEQ ID NO: 3 

345 <211> LENGTH: 3318 

346 <212> TYPE: DNA 

347 <213> ORGANISM: Homo sapiens 
350 <400> SEQUENCE: 3 

352 aattccagtt taatactaac cctaatgtgt gactgcggtt tacaaagagc tctgtatcac 60 
354 ctgggatagc tttcagtagc aattcactac aactggtcct aaaaaataat aacaataata 120 
356 ataataatta gagaattaaa acccaacagc atgttgaatg gttaaaatca cgtaagaact 180 
358 gaaatttggg gtgggggtgt cctcaacagc tgagcttgtc ctagcagtga aaatgctcgc 240 
360 ctccaagcag ggctcagaaa ggtctggagc cctccaggca gagggctgag ctcagggggc 300 
362 tcttggagga cactcacccc atggtccatg ggatgcttct ggcttcctta aaaacagttg 360 
364 ggcatccgca ttgtataagt aggtggagac cctagtgtgg ttcttttgaa ggatatggga 420 
366 agggaggatg acgaactaga gaagtgggag gggaccaaaa tcactgaggt cccagaatat 480 
369 catagatttg ggtataggat tggggtcact aagaattgag caccaggaat tccagcttct 540 
371 tcccattaaa gaaactggga ctggttttgc cttggaggcc tatgtagtgt tttctgcccc 600 
373 tgtcccatac caagtctcat tgatatttct gcagaatatc agatgaaaat ctatttctaa 6 60 
375 agaccattgg gagaatgggt ggtggagaag gagttggagt ggggttgggg ggcagttaaa 720 
377 aatgaataaa aatctctcag ctacagaacc caaacatcac ttccctccgc attcacagca 780 
379 tttcccagca gtccccagat ggttgtttcc gtggggacac agcagctgcc tcatttccct 840 
381 tcaggcccca tgggctgctg gtcaacctca ggatctacta aagatgacgc aaatgccgac 900 
383 tgaacaatct gaaacccaaa ggactcgagg agagacatgt tctgctgagg agagaaaggt 960 
385 gagccaaggg cagggcccag gtcccccagg gggcccccga gagcccggac atgcaccttc 1020 
387 tggatgtgtt tgttcaagta ggacttagag cggaagaagc tcccacattc agggcatggg 1080 
389 tacttcttct ccccatcaga ctccattttg tttttgggga ctgccatgtc gcaggagaaa 1140 
391 gagccattgg cactctgctt ctctggcgtc ttcaggtcgc tggcatctga gaggtcacca 1200 
393 taggagtcag agctctcaat cggatcctga tgtgagcatt tctggccttc tcggttacag 1260 
395 atactgcaga agttgctggg cccctcgctg tgcttcttca ggtggtctgc catgtatgct 1320 
397 gcccgcaagt acttcccaca cacctggcag ggcaccttgt cttcatgaca ggccaggtgg 1380 
399 gagcgcagac ggtctcgggt ggcaaaagaa gcattgcagg tctgacactt gtgaggccgc 1440 
401 tcagaagtgt gcacctgctt gatatgtccg ttcaagtgat caggcctgga gaagcctttc 1500 
403 ccacagctct ggcagatgta aggcggaatt ccccagagaa gaagggtggt gaagactccc 1560 
405 ggctctcagc tgccccctgc atcagaccca gcagctcccc tcccactgtg gctcccgcat 1620 
407 ctgcctccct gccccagccc atcctctcta accaaggaat catgttcgtt caggaggagg 1680 
409 ccctggccag cagcctctcg tccactgaca gtctgactcc cgagcaccag cccattgccc 1740 
411 agggatgttc tgattccttg gagtccatcc ctgcgggaca ggcagcttcc gatgatttaa 1800 
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